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The value of expression of IncRNA-SNHG20 and IncRNA-TCF7
in plasma for diagnosis of non-small cell lung cancer

SU Fang', SHI Zhihao’, ZHAO,Jing', CHEN Ping' , LI Jian'
(1. Department of Respiratory and Critical' Care Medicine, 2. Department of Geriatric
Medicine , Affiliated Hospital of Jiangsu University, Zhenjiang, Jiangsu, 212001 )

Abstract: Objective To study the clinical value of long non-coding RNA small nucleolar host
gene 20 (IncRNA-SNHG20) and longmon-coding RNA transcription factor 7 ( IncRNA-TCF7) ex-
pression in plasma for diagnosis of non-small cell lung cancer (NSCLC). Methods The relative ex-
pression levels of IncRNA-SNHG20 and, IncRNA-TCF7 in plasma of patients with NSCLC and benign
lung disease were detected by quantitative real-time polymerase chain reaction (qRT-PCR). Receiver
operating characteristic ( ROG), curves were used to evaluate the efficacy of detection alone and their
combination in the diagnosis of NSCLC, and were compared with that of conventional tumor markers
such as carcinoembryonic antigen’ (CEA) and Cyfra21-1. Results In the plasma of NSCLC pa-
tients, the relative expression of IncRNA-TCF7 and IncRNA-SNHG20 were significantly higher than
those of patients with benign lung disease (P <0.05). The relative expressions of IncRNA-TCF7 and
IncRNA-SNHG20 " were not correlated with gender, age, smoking history, histopathological classifica-
tion, or TNMsstage-(P >0.05). ROC curve analysis showed that the area under curve (AUC) of In-
cRNA-SNHG20 in' plasma was larger than that of CEA and Cyfra21-1; the AUC of IncRNA-TCF7 was
between LEA and Cyfra21-1. The diagnostic accuracy of IncRNA-SNHG20 combined with IncRNA-
TCFZ, waswhigher than that of single detection. Conclusion The expression levels of IncRNA-
SNHG20%nd IncRNA-TCF7 are significantly different in the plasma of patients with NSCLC and be-
nign lung disease. The detection of the expression levels of IncrNa-SnhG20 and IncrNa-TCF7 may have
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clinical significance for the diagnosis of NSCLC.

Key words:; non-small cell lung cancer; long non-coding RNA small nucleolar host gene 20 ;

long non-coding RNA transcription factor 7; diagnosis
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