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ABSTRACT Objective Methylene tetrahydrofolate reductase  MTHFR is a key enzyme in
the metabolism of folic acid and plays an important role in the methylation of DNA. The activity of
MTHEFR can influence the methylation of DNA. Our research observed the relationship between
chemosensitivity of advanced breast cancer and polymorphism of MTHFR. Methods We collected
61 specimens from advanced breast cancer patients with final diagnosis of pathology. The genotypes
of MTHFR were detected by PCR-RFLP methods. These patients were treated with six different
chemotherapy regimens. Results There is no significant difference among the response rate of the
six different chemotherapy regimens P >0.05 . The response rate of chemotherapy on MTHFR
T T genotype is much higher than that of MTHFR C C genotype P=0.041 and MTHFR C T
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genotype P =0.034 . No significant difference of response rate was found among A1298C A A
genotype Al1298C A C genotype P >0.05 and A1298C C C genotype P =0.096 . Conclu-
sion Polymorphism of MTHFR can influence the chemosensitivity of advanced breast cancer and
is of value as the guideline of breast cancer therapy.
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0.5pL 4xdNTP 2.5 mmol L 2.5 pul. Taq
11U DNA 1 pL 10 X Buffer
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EADM + PTX AT NVB + DDP 4.9% PR38 62.3% SD15 24.6%
NP NVB + EADM NA CTX + PDS 8.2%
1 MTHFR
C677T % A1298C %
ccC CT TT AA AC CC
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1 MTHFR C677T C C C CAP
T TT 58.8% Co77TT T 509%
58.6% 93.3% T T TT
ccC Fisher P=0.041 100 %
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